
International Journal of Molecular Ecology and Conservation, 2026, Vol.16, No.1, 1-12
http://ecoevopublisher.com/index.php/ijmec

10

Ben Chehida Y., van der Heijden E.S., Page E.J., Salazar C.P.A., Rosser N., Gabriela Gavilanes Córdova K., et al., 2025, Genetic parallelism underpins
convergent mimicry coloration across Lepidoptera, bioRxiv, 2025-06.
https://doi.org/10.1101/2025.06.26.661542

Betz A., Höglinger B., Walker F., and Petschenka G., 2025, Regionality and temporal dynamics of sequestration and relocation of cardenolides in the monarch
butterfly, Danaus plexippus, Journal of Chemical Ecology, 51(1): 19.
https://doi.org/10.1007/s10886-025-01572-8

Brower L.P., 1995, Understanding and misunderstanding the migration of the monarch butterfly (Nymphalidae) in North America: 1857-1995, Journal of the
Lepidopterists' Society, 49: 304-385.

Dale J., and Stumpe M., 2014, Host plant toxicity, predator-prey interactions, and the evolution of defense: a synopsis, Ecology Letters, 17(7): 831-842.
Dalla S., and Edger P.P., 2014, Evolution of the plant Na+/K+-ATPase gene family: evidence for functional diversification, BMC Genomics, 15: 1-13.
Davey J.W., Chouteau M., Barker S.L., Maroja L., Baxter S.W., Simpson F., Merrill R.M., Joron M., Mallet J., and Dasmahapatra K.K., et al., 2016, Major

improvements to the Heliconius melpomene genome assembly reveal multiple chromosomal fusions in Lepidoptera, G3: Genes, Genomes, Genetics, 6(3):
695-708.
https://doi.org/10.1534/g3.115.023655

de Roode J.C., Pedersen A.B., Hunter M.D., and Altizer S., 2008, Host plant species affects virulence in monarch butterfly parasites, Journal of Animal Ecology,
77(2): 120-127.
https://doi.org/10.1111/j.1365-2656.2007.01305.x

De-Kayne R., Gordon I.J., Terblanche R.F., Collins S., Saitoti Omufwoko K., Martins D.J., and Martin S.H., 2025, Incomplete recombination suppression fuels
extensive haplotype diversity in a butterfly colour pattern supergene, PLoS Biology, 23(2): e3003043.
https://doi.org/10.1371/journal.pbio.3003043

Di Cristina G., Dirksen E., Altenhein B., Büschges A., and Korsching S.I., 2025, Pioneering genome editing in parthenogenetic stick insects:
CRISPR/Cas9-mediated gene knockout in Medauroidea extradentata, Scientific Reports, 15(1): 2584.
https://doi.org/10.1038/s41598-025-85911-5

Dreisbach D., Bhandari D.R., Betz A., Tenbusch L., Vilcinskas A., Spengler B., and Petschenka G., 2023, Spatial metabolomics reveal divergent cardenolide
processing in the monarch (Danaus plexippus) and the common crow butterfly (Euploea core), Molecular Ecology Resources, 23(6): 1195-1210.
https://doi.org/10.1111/1755-0998.13786

Dreisbach T.A., Hastings A.P., and Agrawal A.A., 2023, Untargeted metabolomics reveals chemical diversity and inducibility of cardenolides across milkweed
species, Journal of Chemical Ecology, 49(4): 345-360.

Erickson E., Jason C., Machiorlete H., de la Espriella L., Crone E.E., and Schultz C.B., 2023, Using community science to map western monarch butterflies
(Danaus plexippus) in spring, Ecology and Evolution, 13(12): e10766.
https://doi.org/10.1002/ece3.10766

Freedman M.G., and Kronforst M.R., 2023, Genomic insights into the evolution and loss of migration in monarch butterflies, Molecular Ecology, 32(8):
1950-1966.

Freedman M.G., and Kronforst M.R., 2023, Migration genetics take flight: genetic and genomic insights into monarch butterfly migration, Current Opinion in
Insect Science, 59: 101079.
https://doi.org/10.1016/j.cois.2023.101079

Green D.A., and Kronforst M.R., 2019, Monarch butterflies use an environmentally sensitive, internal timer to control overwintering dynamics, Molecular
Ecology, 28(16): 3642-3655.
https://doi.org/10.1111/mec.15178

Guerra P.A., Merlin C., Gegear R.J., and Reppert S.M., 2012, Discordant timing between antennae disrupts sun compass orientation in migratory monarch
butterflies, Nature Communications, 3: 958.
https://doi.org/10.1038/ncomms1965

Hammer T.J., McMillan W.O., and Fierer N., 2014, Metamorphosis of a butterfly-associated bacterial community, PLOS ONE, 9(1): e86995.
https://doi.org/10.1371/journal.pone.0086995

Hemstrom W., Freedman M., Zalucki M.P., and Miller M., 2025, Novel genetic association with migratory diapause in Australian monarch butterflies, BMC
Ecology and Evolution, 25(1): 43.
https://doi.org/10.1186/s12862-025-02384-w

Hoogshagen M., Hastings A.P., Chavez J., Duckett M., Pettit R., Pahnke A.P., Agrawal A.A., and de Roode J.C., 2024, Mixtures of milkweed cardenolides
protect monarch butterflies against parasites, Journal of Chemical Ecology, 50(1): 52-62.
https://doi.org/10.1007/s10886-023-01461-y

Höök L., Vila R., Wiklund C., and Backström N., 2024, Temporal dynamics of faster neo-Z evolution in butterflies, Evolution, 78(9): 1554-1567.
https://doi.org/10.1093/evolut/qpae082

Li H., Handsaker B., Wysoker A., Fennell T., Ruan J., Homer N., Marth G., Abecasis G., Durbin R., and 1000 Genome Project Data Processing Subgroup, 2009,
The sequence alignment/map format and SAMtools, Bioinformatics, 25(16): 2078-2079.
https://doi.org/10.1093/bioinformatics/btp352

Livraghi L., Hanly J.J., Loh L.S., Henry A., Keck C., Shirey V.M., Tsai C.C., Yu N.F., Belleghem S.M.V., and Roberts W.M., et al., 2025, Genetic basis of an
adaptive polymorphism controlling butterfly silver iridescence, Current Biology, 35(9): 2154-2163.
https://doi.org/10.1016/j.cub.2025.03.028

https://doi.org/10.1101/2025.06.26.661542
https://doi.org/10.1007/s10886-025-01572-8
https://doi.org/10.1534/g3.115.023655
https://doi.org/10.1111/j.1365-2656.2007.01305.x
https://doi.org/10.1371/journal.pbio.3003043
https://doi.org/10.1038/s41598-025-85911-5
https://doi.org/10.1111/1755-0998.13786
https://doi.org/10.1002/ece3.10766
https://doi.org/10.1016/j.cois.2023.101079
https://doi.org/10.1111/mec.15178
https://doi.org/10.1038/ncomms1965
https://doi.org/10.1371/journal.pone.0086995
https://doi.org/10.1186/s12862-025-02384-w
https://doi.org/10.1007/s10886-023-01461-y
https://doi.org/10.1093/evolut/qpae082
https://doi.org/10.1093/bioinformatics/btp352
https://doi.org/10.1016/j.cub.2025.03.028

