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8.3 Future research directions in reptile conservation

Future research should focus on addressing knowledge gaps and improving conservation methodologies.
Environmental DNA (eDNA) offers a promising tool for detecting elusive species and measuring community
diversity, which can be particularly valuable for reptiles (Nordstrom et al., 2022). Additionally, research should
prioritize understanding the impacts of global climate change on reptile distributions, as over half of reptile
species are experiencing range contractions due to climate change (Li et al., 2024). Studies should also explore the
influence of species traits on population responses to environmental disturbances, which can guide conservation
efforts by identifying species at higher risk (Hu et al., 2020). Expanding research to underrepresented regions and
taxa will be essential for developing comprehensive conservation strategies.

8.4 Final remarks on the integration of scientific insights into practical conservation

Integrating scientific insights into practical conservation is vital for the effective protection of reptiles. This
involves not only addressing current knowledge gaps but also applying innovative tools and methodologies to
conservation practices. By leveraging advances in ecological and evolutionary research, conservation programs
can be more adaptive and responsive to the needs of reptile species. Ultimately, a concerted effort to integrate
these insights will enhance the resilience of reptile populations and contribute to the broader goal of biodiversity
conservation.
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