/.7

Aqua Publisher

International Journal of Marine Science, 2026, Vol.16, No.4, 255-270
http://www.aquapublisher.com/index.php/ijms

Heyse J., Schattenberg F., Rubbens P., Miiller S., Waegeman W., Boon N., and Props R., 2021, Predicting the presence and abundance of bacterial taxa in
environmental communities through flow cytometric fingerprinting, MSystems, 6(5): e00551-21.
https://doi.org/10.1128/msystems.00551-21

Huang Z., Zeng S., Xiong J., Hou D., Zhou R., Xing C., Wei D., Deng X., Yu L., Wang H., Deng Z., Weng S., Satapornvanit K., Ning D., Zhou J., and He J.,
2020, Microecological Koch's postulates reveal that intestinal microbiota dysbiosis contributes to shrimp white feces syndrome, Microbiome, 8(1): 32.
https://doi.org/10.1186/s40168-020-00802-3

Infante Villamil S., Huerlimann R., and Jerry D.R., 2021, Microbiome diversity and dysbiosis in aquaculture, Reviews in Aquaculture, 13(2): 1077-1096.
https://doi.org/10.1111/raq.12513

Kim S.-K., Song J., Rajeev M., Kim S.K., Kang I, Jang I.-K., and Cho J.-C., 2022, Exploring bacterioplankton communities and their temporal dynamics in the

rearing water of a biofloc-based shrimp (Litopenaeus vannamei) aquaculture system, Frontiers in Microbiology, 13: 995699.
https://doi.org/10.3389/fmicb.2022.995699
LiuZ.,Wang P, LiJ., Luo X., Zhang Y., Huang X., Zhang X., Li W., and Qin Q., 2024, Comparative metagenomic analysis of microbial community compositions

and functions in cage aquaculture and its nearby non-aquaculture environments, Frontiers in Microbiology, 15: 1398005.
https://doi.org/10.3389/fmicb.2024.1398005
Lorgen-Ritchie M., Clarkson M., Chalmers L., Taylor J.F., Migaud H., and Martin S.A.M., 2022, Temporal changes in skin and gill microbiomes of Atlantic

salmon in a recirculating aquaculture system-Why do they matter?, Aquaculture, 558: 738352.
https://doi.org/10.1016/j.aquaculture.2022.738352
Lu L., Ni L., Ai C., Zhang D., Zheng P., Li X., Liu X., and Dang H., 2025, Seasonal dynamics of microbial communities link to summer-autumn aquaculture

disease outbreaks in Sanggou Bay, Frontiers in Marine Science, 12: 1581190.
https://doi.org/10.3389/fmars.2025.1581190

Mougin J., and Joyce A., 2023, Fish disease prevention via microbial dysbiosis-associated biomarkers in aquaculture, Reviews in Aquaculture, 15(2): 579-594.
https://doi.org/10.1111/raq.12745

Nababan Y.I., Yuhana M., Penataseputro T., Nasrullah H., Alimuddin, and Widanarni, 2022, Dietary supplementation of Pseudoalteromonas piscicida 1UB and

fructooligosaccharide enhance growth performance and protect the whiteleg shrimp (Litopenaeus vannamei) against WSSV and Vibrio harveyi coinfection,
Fish & Shellfish Immunology, 131: 746-756.
https://doi.org/10.1016/1.f5i.2022.10.047
Naylor R.L., Hardy R.W., Buschmann A.H., Bush S.R., Cao L., Klinger D.H., Little D.C., Lubchenco J., Shumway S.E., and Troell M., 2021, A 20-year
retrospective review of global aquaculture, Nature, 591(7851): 551-563.
https://doi.org/10.1038/s41586-021-03308-6
PuX., LuF., Yang Q., Han Z., Zhu X., Chen J., Zhang D., and Zhang X., 2026, Direct LAMP for on-site rapid detection of Vibrio parahaemolyticus in shrimp
(Litopenaeus vannamei) aquaculture water, PLoS ONE, 21(4): e0348231.

https://doi.org/10.1371/journal.pone.034823 1
Rahman A.M.A., Ransangan J., and Subbiah V.K., 2022, Improvements to the rapid detection of the marine pathogenic bacterium, Vibrio harveyi, using loop-

mediated isothermal amplification (LAMP) in combination with SYBR Green, Microorganisms, 10(12): 2346.
https://doi.org/10.3390/microorganisms10122346
Rosado D., Canada P., Silva S.M., Ribeiro N., Diniz P., and Xavier R., 2023, Disruption of the skin, gill, and gut mucosae microbiome of gilthead seabream

fingerlings after bacterial infection and antibiotic treatment, FEMS Microbes, 4: xtad011.
https://doi.org/10.1093/femsmc/xtad011
Sonnenschein E.C., Jimenez G., Castex M., and Gram L., 2021, The Roseobacter-group bacterium Phaeobacter as a safe probiotic solution for aquaculture,
Applied and Environmental Microbiology, 87(5): €02581-20.
https://doi.org/10.1128/AEM.02581-20
Vinay T.N., Patil P.K., Aravind R., Shyne Anand P.S., Baskaran V., and Balasubramanian C.P., 2022, Microbial community composition associated with early

developmental stages of the Indian white shrimp, Penaeus indicus, Molecular Genetics and Genomics, 297(2): 495-505.
https://doi.org/10.1007/s00438-022-01865-7

Waiho K., Abd Razak M.S., Abdul Rahman M.Z., Zaid Z., Ikhwanuddin M., Fazhan H., Shu-Chien A.C., Lau N.-S., Azmie G., Ishak A.N., Syahnon M., and
Kasan N.A., 2023, A metagenomic comparison of clearwater, probiotic, and Rapid BFT™ on Pacific whiteleg shrimp, Litopenaeus vannamei cultures, PeerJ,
11: e15758.
https://doi.org/10.7717/peerj.15758

Xavier R., Severino R., and Silva S.M., 2024, Signatures of dysbiosis in fish microbiomes in the context of aquaculture, Reviews in Aquaculture, 16(2): 706-731.
https://doi.org/10.1111/raq.12862

Yajima D., Fujita H., Hayashi I., Shima G., Suzuki K., and Toju H., 2023, Core species and interactions prominent in fish-associated microbiome dynamics,
Microbiome, 11(1): 53.
https://doi.org/10.1186/s40168-023-01498-x

Yang J., Xu H., Ke Z., Kan N., Zheng E., Qiu Y., and Huang M., 2023, Absolute quantification of viable Vibrio cholerae in seawater samples using multiplex

droplet digital PCR combined with propidium monoazide, Frontiers in Microbiology, 14: 1149981.
https://doi.org/10.3389/fmicb.2023.1149981

269


https://doi.org/10.1128/msystems.00551-21
https://doi.org/10.1186/s40168-020-00802-3
https://doi.org/10.1111/raq.12513
https://doi.org/10.3389/fmicb.2022.995699
https://doi.org/10.3389/fmicb.2024.1398005
https://doi.org/10.1016/j.aquaculture.2022.738352
https://doi.org/10.3389/fmars.2025.1581190
https://doi.org/10.1111/raq.12745
https://doi.org/10.1016/j.fsi.2022.10.047
https://doi.org/10.1038/s41586-021-03308-6
https://doi.org/10.1371/journal.pone.0348231
https://doi.org/10.3390/microorganisms10122346
https://doi.org/10.1093/femsmc/xtad011
https://doi.org/10.1128/AEM.02581-20
https://doi.org/10.1007/s00438-022-01865-7
https://doi.org/10.7717/peerj.15758
https://doi.org/10.1111/raq.12862
https://doi.org/10.1186/s40168-023-01498-x
https://doi.org/10.3389/fmicb.2023.1149981

